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1 acgcgcaatc
at gaagaacg
61 cagcgaaatg
atctttgaac
121 gcaccttgcg
gaaattctca
181 accttctcgg
ctttgctgge
241 gtctcttaga
gat ccttgac
301 at gt gataag
acccgcttct
361 aaccgtctcg
ctctcaaccc
421 ccacgaaccc

aat acaactt
cgat acgt aa
ccccttggta
ttttcttctg
cccagct cct
atgtttccat
acgagacaac

ttgacctca

t caacaacgg
t gt gaattgc
tt ccgagggg
gacaccgaag
cttaaat gaa

gacttggttt

gtttgggcat

atctcttggc tctcgcatcg
agaattcagt gaatcatcga
cacacccgtt tgagtgtcagt
gaggcttgga cattggaggc
ttagcggggt cctctttgece
ctggctctgt tgcatttggg

gtctcccttc tcgggagact



