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Abstract
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We report the detection of rabbit haemorrhagic disease virus 2 (RHDV2) in the Madeira

archipelago, Portugal. Viral circulation was confirmed by RT-qPCR and vp60 sequencing.
Cite article v
Epidemiological data revealed the outbreak initiated in October 2016 in Porto Santo affecting

wild and domestic rabbits. It was then detected three months later on the island of Madeira. - el
are article v
Five haplotypes were identified and a genetic overall similarity of gg.54 to 99.89% was

observed between the two viral populations. Unique single nucleotide polymorphisms were -



